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Gene to Plasmid, GTP 20

David R. Liu, Ph.D.

Base Editor

Principal Investigator
Liu Laboratory

Richard Merkin Professor1.8 

≥ 10  SCI ≥ 8000

GenSmart™ 

Reference: Dr. Liu’s laboratory at Harvard University;ŕKoblan WLŕet al.ŕ2018.ŕImproving 
cytidine and adenine base editors by expression optimization and ancestral 
reconstruction. Nature Biotechnology

Nature Reviews Drug Discovery

≥ 65 
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1-700 bp

701-1500 bp

10μg/100μg/200μg/500μg 500/ 5

QC

(Sanger/NGS)

QC

> 75%

≤ 0.5 EU/μg, 

≤ 0.1 EU/μg



 100%

150 

VectorArk™/CloneArk™ 

GenSmart™ Design

mRNA Applied 
Vectors

Lentiviral Vectors

AAV Vectors

Turnaround Time

Mail-in Vectors VectorArkTM Vectors

36%

17%

30%

Antibody 
Expression

Lentivirus & AAV

mRNA

Baculovirus / Insect

Cloning

CRISPR

Bacterial, Yeast, Mammalian 
Expression 200 

mRNA AAV

Poly (A)  ITR 200+
&

VectorArkTM & CloneArkTM

https://www.genscript.com.cn/express-cloning-vector-list.html

pcDNA3.1(+)

pcDNA3.1(-)

pcDNA3.1(+)_myc-His A

pcDNA3.1(-)

pAO815

pPIC 3.5 k

pPIC9

pBacPAK8

pBacPAK9

pAcG2T

pBluescript II KS(-)

pBluescript II SK(-)

pET-3 a

pUC57

 gene@genscript.com.cn
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 20  DNA mRNA 

CRISPR/Cas9 

100%

Poly (A) ITR 2 
DNA

2 3 2

≥ 80% ≥ 90%

DNA DNA DNA

≥ 10 μg ≥ 10 μg ≥ 5 mg

≥ 80% supercoiled

≤ 0.1 EU/μg
≤ 0.01 EU/μg
≤ 0.005 EU/μg

≤ 0.01 EU/μg
≤ 0.005 EU/μg≤ 0.01 EU/μg

≥ 90% supercoiled
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AAV ITR 

Poly(A) (Sanger/NGS/Nanopore)

pH

QC

80%

0.1 EU/μg
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Yiguo Shen
Sanofi Pasteur Biologics, LLC - MA

Roscislaw Krutyholowa
ETH Zurich

I used multiple DNA vendors on today’s market for gene synthesis, 

cloning, and prep work. Among all of them, I would rate GenScript as 

the Most Customer-Friendly, Best-in-class Quality, Affordable Price, 
and flexible for changes/extras.

Estefania Azevedo
Medical University of South Carolina

I've used GenScript's services for over 8 years. Their knowledgeable staff, quality, and quick turnaround at a fair price keep me coming back. If anyone 

asks where I make my plasmids, I always say: “GenScript – because they are the BEST.”

I want to express my gratitude for the quick and efficient synthesis of 

my target genes. Overall, their services work simply amazing, GenScript 
in our lab is a synonym for Quality.

≥ 90% DNA  ≤ 0.005 EU/μg

 gDNA ≤ 5% (qPCR )

72  ≤ 1%

5 
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Poly(A) 

Poly (A)  GenStable™ Poly (A) Poly (A)

 Poly (A)  IVT  6 

 IVT mRNA poly (A) DNA  6

GenStable™ Poly (A) Cell-free mRNA

IVT mRNA 

mRNA  GenStable™ Poly (A) 

mRNA  poly (A)  poly (A) 

Poly(A) 

70-90

91-110

111-125

> 125

Poly(A) 

Poly(A)

A=N±3 nt ≥ 70% Supercoiled

A=N±4 nt ≥ 60% Supercoiled

A=N±5 nt ≥ 50% Supercoiled

 mRNA  GenStable™ Poly (A)  poly (A) 
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Propagation Generation

pUC57-Kan + NEB Stable Strain

pUC57-Kan + GenStable™ Poly(A) Strain

pGS-mRNA + NEB Stable Strain

pGS-mRNA + GenStable™ Poly(A) Strain

Poly (A) 
sanger 



mRNA

Cell-free mRNA 

 IVT-ready Cell-free 3 mRNA 

6 Poly(A) 

IVT  IVT 
 DNA
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Cell-free DNA QC IVT-Ready DNA

Poly(A)

70 150 bp

QC

HPLC

DNA

gDNA

RNA

Add-on QC HPLC Nicked QC

< 15%

N/A

≤ 0.01 EU/μg

AKTA

HPLC (≥ 95%)

qPCR (< 5%)

Nano-orange < 2%

≤ 0.01 EU/μg

(≤ 1%) & (≤ 1%) & 



ITR 

AAV  ITR  GenStable™ AAV  Sanger  Nanopore 

ITR  AAV

ITR  Sanger  Nanopore  ITR 

AAV & GenStable™ ITR 

AAV ITR  GenStable™ ITR  ITR 

 Sanger  ITR ITR Nanopore  ITR 

GenScript AAV vectors, when paired with the GenStable™ ITR strain, preserve ITR integrity over ten generations

AAV Applied
Vector

O
ri

AAV2 3’ITR

AAV2 5’ITR
MCS1

MCS2

K
anR

 mRNA AAV 
Trust GenScript to support your research with plasmids built to Outpace, Outperform, Outshine 
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AAV 

 ITR  AAV 10  ITR Sanger & Nanopore 

AAV & 
GenStable™ ITR 
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ITR Sequence Integrity over 10
Generations (Nanopore Sequencing)

pUC57-Kan + NEB Stable Strain

pGS-AAV2-Kan + NEB Stable Strain

pUC57-Kan + GenStableTM ITR Strain

pGS-AAV2-Kan + GenStableTM ITR Strain
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 NGS 
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X
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X
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174  99.85%  100% 
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840

NNN  NNK  64  32 
 20 IUPAC Rules

・ ・

DNA 

Dr.Yue
Associated director of translational science

GenScript's saturated mutagenesis library construction is precise and efficient, offering outstanding quality with extensive coverage 
and uniform mutation distribution. Their professional and attentive service has significantly advanced our research.
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CRISPR gRNA 

 CRISPR GeCKO/SAM 

Broad  gRNA 

 All-in-one Dual 

Email us at:  Mutant.Library@genscript.com

 NGS 12,000  gRNA  100% 

gRNA CRISPR

CRISPR  (CRISPRa)  CRISPR  (CRISPRi) 

 CRISPR gRNA 

 NGS > 99%
Dual  All-In-One  CRISPR 

 2 

Total oligo 12,000

Sequenced oligo

Max Depth

Average Depth

Rank 10th  percentile

Rank 90th  percentile

Skewness(90th/10th)

12,000

823

145

80

218

2.73

gRNA gRNA Oligo NGS Validation Lentivirus Package
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GenSmart™ 2.0 GenSmart™ 

2.0

 200 

GenSmart™ 2.0 

& &
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Wherever you are, our team is ready to 
support your next milestone.

Research & Manufacturing Sites

  

Regional Offices & Logistics Centers

Redmond, WA, USA

Piscataway, NJ, USA

Delft, Netherlands

Nanjing, China

Singapore

United Kingdom | NL  Netherlands | KR  Korea | JP  Japan | SG  Singapore | US  USA | AU Australia

US  

US  

NL  

CN

SG

GB
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09082025

400-025-8686 5820

gene@genscript.com.cn

www.genscript.com.cn


