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BESH
BREGHIRSS, BEAKR, EFMee, HeSEFRR

EHIIRLA99.95%AIRLINER . 99%AYERI AT RN B A S1A30,000 M EENE A, EFEN TERGHME, HRAATELIMRIEELE.
BN SAEE.

MIXTE 3 REDAJZAMROKETERERSS, B NESFIRISIEERMRSS, BENKIA 200 kb AIEZE DNA F5URJ GenBrick™ R3S, SHIRIRM
TEESTTHIREEGRFRTTE

- >NW>—:-”‘>? L LO:@

BB R3] 3IMAR HEAR SEIEZIEIK RS B
IRt BRI
- ey
HMNBERAE
KETERERL <5kb RZE72/\0F, FEHARE(S
SIEEREK < 8kb 5K tREBRSS, F51100%
GenBrick™ ER& > 8kb 23% BEIA200 kbEF FEE
IR RER SR - - R EINDERIRERAISLIICE N, BLaWIMNBEHE

Fr N

it
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Eik

B[

SHIRAHESHNARTR, TLURHSEEFCRERSHBRE R HMNEMARNSIEER SRS IAZPRERN TN BAZ

L, WHREHAIR S BREFL RRSTAIZ A B

4
==Y HES HRIE3AT
BFHF=#E21Z bp 100% 75 #EHf RE72/\AF
ERERERTKIA200 kb EEHIEE RRIEATER > 99%
»,
RSZi¥1E
HEAKE RZEREHA* Hix
< 1,500 bp 5+
1,500-3,000 bp 8+
[ES=t=7"N

3,000-5,000 bp 10+
5,000-8,000 bp 15+

* AR TR BT EEE E.coll BINRTRARERFS, SR FIISENER, BISEAINK .

EPER

—EARRSIIRNERSRRS, WFS, REBRKIE, T8
BIEEBREAEING, BSHER

B

B

I
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BEREGHRSRARREH, T, RAIFEMTORER
FEHROFBIMEFRER, FRIERNERREWAFIIEREE
LGN, BEEEREER, ZEEEE=72S2RNF
RERE, REs, BUESHE®. RIS ARMNESE
ARSSFOF= @SR o
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BRE RN ERERSS

ERFIFAAERIZRSS (Gene to Plasmid, GTP) ffifid, {RMHNEERSAEIRARII—AUIBRRASE . SHKEE20SFNENEN
MaeHNSBERNMETES, BBEFERMRE. ERARET. EEFRASSMUATNERE. ELFHmEIRABRS F. 18
BRI EMAEERSRSRNRS, HIMWSEEGEE—F, EERA—L, W18

RSAE

BEKE i E[5E=7"3

1-700 bp 1IRBIERITIEE DT
_ _ 2 RBIZHELL > 75%
. ERHENEET BB ERFTINF e (L
10ug/100pg/200ug/500pg | ¥ 500/4i2 | 5EMAHIE st (Sanger/NGS) 3.ASENE (< 0.5EU/ug,
701-1500 bp < 0.1\ ngug )
4. HimE

E: ARITEARLEARSS, FHEIFEHA

GenSmart™ Zi3F{i{t TH

REARARWAER GenSmart™ SCINE R FIAR AW .

METHIEZ L

@ 2 10 75 SCI HBHIE{TIFERICEQIE, #5/F 2= 8000 /X @ 35 2 65 MTEELEY)
#% Nature Reviews Drug Discovery Z¥iEi#EiE AT Z RS+ SRR EE, 25 5 TIEAEH]
T - i
ES]) =R

Codon usage: IDT JC GA GSIDT-GS
O EOM®E

@
S

- &g David R. Liu, Ph.D.
SHERNER TR TE Principal Investigator
20 Liu Laboratory
WA, BSNRENES S )
o . Base Editor
HEK2 HEK3 HEK4 RNF2 EMX1 18 1ﬁ°

Richard Merkin Professor

% of total sequencing reads
with target C+G converted to T°A
»

o

(C4, C6) (C4, C5) (cs)  (cs) (C5, C6)

Reference: Dr. Liu's laboratory at Harvard University; Koblan WL et al. 2018. Improving
cytidine and adenine base editors by expression optimization and ancestral
reconstruction. Nature Biotechnology
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BE5EE

SR RERATHERRIANBIICR, TEEEENERFREEIERHANEEMNE, SENREDZBELEDETRENE. 5
LEENT, BANRRERERIEM 150 SRR,

tRiE3ZfT, FIURERE 100%

EVNESVE=37
IHELRM RS EERIARR HImS/IBRFIERS [FEERRIERSR
pcDNA3.1(+) pAO815 pBacPAKS8 pBluescript Il KS(-)
pcDNA3.1(-) pPIC 3.5 k pBacPAK9 pBluescript Il SK(-)
pPcDNA3.1(+)_myc-His A pPIC9 pAcG2T pET-3a

BB H A FIFIET Uhttps://www.genscript.com.cn/express-cloning-vector-list.html

. SERTREN R BRRIAER, MATRERERS; ZRSURESIREMER 2 GHT, MeWMa BAERA pUCS7 fRAL, (V32f1E BRIE R DR B H R MMM R
MU SR AN RIS LA BTl B Y, BB R gene@genscrlpt com.cne

HixThRetsE

S Cloning
Bacterial, Yeast, Mammalian I IR R
Expression 200 SZHhERBERT e AR E R SR & FeE B AT

[CR—

&—— Baculovirus / Insect
SHIRAIEE! mRNA 5 AAV &k

4 CRISPR HARELIRI, (RIEPoly (A) FI ITR IR, FRIE TS
BIFFIFE

SHitR
200+
SEBE_FRIAFK

. Antibody
Expression

REBETEAIHME?
e—— Lentivirus & AAV PELSNEACHHAEFT, RERHMNNERRITIA

BERit
. mRNA =

VectorArk™ & CloneArk™

S HFIE VectorArk™/CloneArk™ R AEFIREESHIHHTRHASRENTE . RERERNTE, ZERFR=FDEM . FRHES%. &
ZERFIERART . BRENTEFISIRE, a7 GenSmart™ Design FEME BT SRR EHITHR NIRRT .

Turnaround Time
mRNA Applied 36% {
Vectors B
()
Lentiviral Vectors | 30/0/

()
wvvecrors [ — A

Mail-in Vectors M VectorArk™ Vectors

SREHEET, ZAEAEERE
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R AR SS

RILEB100%ENFHERMERNSRERRKL

T 20 RECWRIE, SHRERKL DNA SISIRSTIREMEN~E. EFURIEREETURSES, 2HET MRNA Gl HEEIFE
7= CRISPR/Cas9 LWiiENEAFRIE, NEEFAAEIRERFMRIGESER.

& A
= /
LhEHE PEEREA SHEEFRNRIELRES
Poly (A). ITR R Elfth RZE2 KENATAAS FBIRLELL BIFN A S K FIEIR
SZME Rz B AR AR TR ER DNA

SEEHLESR, BNEOHEE

F—% -t 3 F=%
JEHIDNA [RHIDNA JEHIDNA

FERA =3 > 80% supercoiled > 90% supercoiled
RfJE 210 ug 210 ug 25mg
eterdn il RS BIZNE > B0%IBIZHE > 90%BIZIE
o < 0.1 EU/ug

WERKE < 001 Eurg s 5005 EUls

SR 2N BB BRI 2@k

PSR IRIEFERIE
IRSE © RIEEEAESIEHIINIRS

&iE:

© STBIZNRLLHIFNN S SR AR

BREEBIREE: (VBRI R R XA IR IRIELL ). IBXRHURRR, BSLIRIRRIZ I BIRIELL HIATF80%.
BASE: TIENSESE. BXMERT, BSARERZIMASRKFET0.1EU/ug.

EFICHMIINERSS , BhDIERIRRIERF

HAIQCIRE RS

- pH EIE
- RS HAGT

- IZNEZEREBAG T

- EFERRDUE - b=t - BHEFERE - AAV ITR {RIE
(Sanger/NGS/Nanopore) - BEEEE/ FIEE/ - TCENVDIRAEFE - Poly(A) {RilE
- BREEIE ST BB AT - TIEEETT - BRI
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> 90% DNA #BIZfE ( MEZ < 0.005 EU/ug

AEFIRZGE (5 2% - =) ! BT EPFELE gDNA < 5% (qPCR i%)

BH s 1% 2 i o

clk

REEES SEEARE, FERE TR | THEER

ZFEN

| want to express my gratitude for the quick and efficient synthesis of

| used multiple DNA vendors on today’s market for gene synthesis,
my target genes. Overall, their services work simply amazing, GenScript

cloning, and prep work. Among all of them, | would rate GenScript as
the Most Customer-Friendly, Best-in-class Quality, Affordable Price, in our lab is a synonym for Quality.

and flexible for changes/extras.

Yiguo Shen (3 ﬁ" Roscislaw Krutyholowa
3 Sanofi Pasteur Biologics, LLC - MA :; ETH Zurich

I've used GenScript's services for over 8 years. Their knowledgeable staff, quality, and quick turnaround at a fair price keep me coming back. If anyone

asks where | make my plasmids, | always say: “GenScript — because they are the BEST.”

Estefania Azevedo
Medical University of South Carolina
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IVT mRNA {EiREERF =

THIRBUFT IVT mRNA BRIRARR S ZeRHIERLLE . poly (A)FFURIEARI DNA, &R 6 PILIFEENTR(T; HEREREN, BREHER
EEEEFATR, BERTHERIRRER SIEZKRAIBIEH.

%] ) &,

GenStable™ Poly (A) Eitk 3T Cell-free mRNAER
1REZ Poly (A) F5I5EEEMHATIENR BEREZ IVT BN REUERRZE 6 2 T1EH HRUEREIEIRE
Poly(A) fRIEARSS

15 Poly (A) (RIBRRS SR BIEIRSES, TRMEWLEFRIE — BIEXRA GenStable™ Poly (A) EFRE T 18, FEIIXS Poly (A) 551
W, BRERKEE REYRE.

Poly(A) ¥ 2 Poly(A) < EHIREAIAR/E ABIERELBIRRA A
70-90 A=N+3nt = 70% Supercoiled
91-110 A=N+4 nt 2 60% Supercoiled
111-125 A=N%5nt 2 50% Supercoiled

> 125 i

I

SR Poly (A)
sanger U= 0] I EMIEE

-

*4
=

]

MRNAEZFE (K GenStable™ Poly (A) Etk

EHIHE EHTARAT mRNA RIFREAES T poly (A) 551, ATHER poly (A) BRREELSR, NRIMER RN AT AR R ARV Fetti2
BHRE,

= pUC57-Kan + NEB Stable Strain

= pUC57-Kan + GenStabl ly(A) Strain

== pGS-mRNA + NEB Stable Strain
PGS-mRNA + GenStable™ Poly(A) Strain

H
with Correct Poly(A)
Tail Length
g 8 8
2 8 =

Percetage of clones with Correct Pol

Propagation Generation

ZHIh mRNA 255 GenStable™ Poly (A) EIMRECEEA, AIFE/URERHLREF poly (A) BAIREM

-08 -



mRNA [RRZMEEARSS

SHARAI BRI MRS R RRE, TRIEEFIEEERMARTRES~mPBI SRS, e TRRFINERIREERE.

©

Poly(A)EB¥HI& ISR ofie iR FAQCIRE
70~150 bp HPESNRTIRS HPLCAEEAG . SEREE.
HoTigt HHERT R TBEEHHEDNA. BEEE
i BFHFIE | A BT IGFREIZNIRT
RFZKF < 0.01EU/ug < 0.01EU/ug
AT BH§¥§T%§$E§g4k{§*u) _;A}EIA (f_ﬁqﬂﬁ\%ﬂ) n
STRESTUIE (LI RRL) PR RS T 3R AT (4R MR
IR ISRk (SR ) HPLC (= 95%)
TEEgDNAZLER IFBENEERIER K (< 15%BhIHS) qPCR (< 5%)
BERERXE N/A Nano-orange < 2%
RNAFLER IFBErEER IR (RIQH) FREMEEIRERk (RAQH)
Add-on QC EFINSRER, ZREMGN, FISRKRN, HPLC, TsiREEEr=, £¥5RE, Nicked FRAKE, SZINATEQC

FYMETE, BRBEERA(< 1%) JESELRE(< 1%) & ERLEMNLMENY, KNESFRIEIHCRNIEEERS

Cell-free mRNA 1EiRIESZ

SHRAGIREER . EEEEHY IVT-ready EIRBRSZR, KMEBCell-freel 185K, 3 NIIEARIAIRNSREEENR, HSEE mMRNA
RIVRMHIBESHS,

e BREGTIIER ™~
EEE & = Cell-free §/"1%% EEtNER (L DNA%Ei{Y Qcieinl IVT-Ready DNA
N W
T— /6/ — -y
k ) ,:}:.. == At

N REINTIER /!

HREAITIER Poly(A) {RiIE

MBI IVT &R FrHISSEEMHIRIE IVT S3URIE, TR E SR, REER
BAHERZE &3 DNA

-09 -



AAV 1EREERTS 2

SHIR LT AAV RAARATS R STERRR ITR IREIMEITM, 245 GenStable™ BEXEMR. AAV TRIZK, BT Sanger # Nanopore 55136
iE, RIEEIR ITR SEFIEE, 7 AAV B8XENFE5HENGRANRETRERE,

AAV EFIFFL BE3fT ITREESI

GenStable™ ITR ZFE#k I3l IIIE
{RIFRIR ITR £5M952 82 14 FHIEI AAV 18R, RE10RIAT J%5 ITR Sanger & Nanopore I

ITR SEEEMEIGIE
EHii ITR 555 Sanger MK Nanopore UFERARIIIEFES, SAREIRIET ITR SR EM.

Nanopore Sequencing of ITR Region

5C66CCGCAGGAACCCCTAGTGATEGAGT TEGCCACTCC C TCTCTBCGCGE TC 6GTACC TCAC TG ABG ACGAGCGACCTAGTGTC AACCCAG AMMT GACT G AACCCC A/

241 Sanger U o ] ,‘
e MMWWMWAMJ\WMMW\Z\WN N S SN R S N

v B

l o
$66CCBCABGAACCCC TAGTGATGBAGT TEGCCAC TCCCT CTCTGCBCGETCECTCEC TCACT6 AGGCE GGGCEACCAAAGGTCECT CGACGLECEG6C Plasmid A | 97.4%
Plasmid B 53.1%

£ HF#% Sanger il

Wildtype AAV2 ITR Region

—— Plasmid A —— Plasmid B

58 Sanger F73iARIE ITR US4 5R AR ITR Nanopore il 2 R ERER L ITR FITTEE

AAV EFE K& GenStable™ ITR L E 1k

BEFE AAV TRIEK, SENRIE ITR EIFREMEF &KLY GenStable™ ITR EFEE, R ITR WS ETEM,

ITR Sequence Integrity over 10 Generations ITR Sequence Integrity over 10

(SmalDigestion) Generations (Nanopore Sequencing)
50% 100%
«
E 40% oe————
s >
@ £ sox
o 30% ?
. 5
AAV Applied o £
Vector 8 20% - pUC57-Kan + NEB Stable Strain
H £ oo
£ 10% pGS-AAV2-Kan + NEB Stable Strain
&
0% pUC57-Kan + GenStable™ TR Strain
° = 40%
0 o ot o6 o8 o1 co c2 ca ce ca G10 pGS-AAV2-Kan + GenStable™ ITR Strain
Propagation Generations Propagartion Generations

AAV231TR
GenScript AAV vectors, when paired with the GenStable™ [TR strain, preserve ITR integrity over ten generations

SHIRRAFENAEE, ALIEF mRNA I AAV Sl .
Trust GenScript to support your research with plasmids built to Outpace, Outperform, Outshine
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DNA S8 E

S5 - E R WEERHH

o i A

widType @@ OO@@®

Mutant1 00 0000
Mutant2 00 0000

Mitant20 @00 000O®

HU—REONZERFDFS, BIRTHEEIHEESD
DEBRN SARTRBINNI9/20MEEE, UL RANENE
BRI RRE B

BT

BRI E FENE AT E
Wild Type o0 ([ I J Wild Type [ J&A4 v [ )
/—A—y
Site1 o ([ J J Mutantt @O W v )
Site2 000 000 Mutant2 @@ W v )
steN . 0000000 MiantN @OV OOV °

HU—REONZERRFEF, BURTHIREXERHESR HU—REANZERRDBFS, BIRTE—NHSIXER

BARRBEFFIAIELH S B ERA A5 S IMN19/207 ““ﬂ‘i& SN DERN [ERER S IMI19/20F R E
SER, LUHNNZ M EERMRREEMIINE, —IXR , USRS N R BB RRE I E. RIRES D
RE—NEERUR, BRFHIMRIELRFE— P RER ﬂgaguﬁ BRFIIERELEE SN SRR RRE.
fIRRE

WEESET R ERERE

= BERBREREERIA 840 55
= BREE, HXEIREMEE
= AERSMIEY

= TERIEERFER
= ISEEEFRT

£7T oligo IHARES

Trimer BB RE SN E RS

= ZRYIBEIR R = MIERE ISR, WMN—ME
B= Sy

XL C O SEMEE, SEBIGIEEHET
= EHEEER

= NNN 5 NNK EHBZER S 83 64 750 32 MZEF4E,
o EBELE 20 MEEM (IJUPAC Rules)

FEERIFISE3ESCEERY NCS 3R

174 MRS LI 99.85% MISHMEREN 100% NS —5.

80% | ||

Diversity Proportion(%)
8
K

PE DDA OEL P Y AN LN DD P o PSS X PP DL PO EE O
B A s e e

ZREN

GenScript's saturated mutagenesis library construction is precise and efficient, offering outstanding quality with extensive coverage
and uniform mutation distribution. Their professional and attentive service has significantly advanced our research.

)4 BeiGene DrYue

Associated director of translational science
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CRISPR gRNA M [E

EHI{L CRISPR gRNA 3%

RN O O0UO oy
E A SO & y Ha

gRNA g1t gRNA Oligo &% Wiz Y 1E NGS Validation Lentivirus Package

KIE2 MR EFMANEIXFESRBEZERSREGHRFES, FMTREESEFILIRNAYE, LINEBES—2, ERCRISPREL
Fx. CRISPR & (CRISPRa) X CRISPR %] (CRISPRI) M,

B]53fEZ Dual 3% All-In-One— CRISPR &/ ( Fk3K5%5050

@ B iR > 05% SN , ORI

@ T ARSERIZ AT AR, REF 2 F

RS SaENERERA SN, BTREENNE

EZHH=

Distribution of sgRNA Reads-Count

/ Total oligo 12,000 \ 17507
Sequenced oligo 12,000 19001
. 1250
Max Depth 823 E
2 1000 4
Average Depth 145 g
5 750
Rank 10t percentile 80 & w0
Rank 90™ percentile 218 250
Skewness(90t/10t") 273 ol
2 4 10 12

6 8
Log2 sgRNA Reads-Count

4ER. 2 NGSIIE, 12,000 % gRNA LI 100% BEERII—5H

MES CRISPR GeCKO/SAM [&HHIM

+ 3% Broad WHFTATIZIXAYFIGIE gRNA SUE - XBEPE RS
* TT#2{# All-in-one 3§ Dual B & A - RESTERERM N E

ERERA, BRI

™ Email us at: Mutant.Library@genscript.com
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GenSmart™ 2.0 &1 TWES

@Smart

BReEIASHEIRRIE

RNEZBFAHCTIER

Quote to Price in Tmin!

Bid 200 MzelE SRIATLIK

NBREFUNELTRER, SHIREHTTH GenSmart™ 2.0 EEITWFE S, ENTH FENFRSEMXELTEFS, GenSmart™
20E&IT WA SHF FREREGMN, FRAGIEMTRESRS . EREGH FRERITEFI ST, S5
BEHRE. EAENRISRRAEEE

EREEXEERE, ZEBFRET

FeEmeE

© ©
ST EWERS P BT TR BRENEHTS DRI

R T TGRS TE TS AR

@iz
IY o Qy it

=) e ) FkEES w [,
Cz AL ‘i%‘i BB A Y Bt TS




Wherever you are, our team is ready to
support your next milestone.

A/

Research & Manufacturing Sites

US Redmond, WA, USA

US Piscataway, NJ, USA

NL Delft, Netherlands

CN Nanjing, China

SG Singapore

Regional Offices & Logistics Centers

GB United Kingdom | NL Netherlands | KR Korea | JP Japan | SG Singapore | US USA | AU Australia
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EZiFE, Wlihia
© www.genscript.com.cn
@ 400-025-8686451/15820

& gene@agenscript.com.cn

L

O I ERRm LITRF RERK28S

09082025




